School of Biotechnology, University of Jammu, Jammu

NOTICE
Ph. D Entrance Test (Non-Exempted Category)

It is hereby notified for the information of all the candidates under non-exempted category who
have applied for admission to Ph. D in the School of Biotechnology that they have to appear in

the Entrance Test as per the schedule given below:

e Date of Entrance Test: 07-03-2022
e Reporting Time: 10. 30 A.M
e Timing of Test: 11.00 A.M. to 02:00 P.M.

e Venue of Test: School of Biotechnology, University of Jammu, Jammu -180006

The Ph. D Entrance Test will be of 100 marks (Section A- 50 marks and Section B- 50 marks)

and shall comprise of following two components:

a) Section A shall comprise of 50 Multiple choice questions and each question will carry 01

mark. The candidate is required to attempt all the questions.

b) Section B will consist of Research Aptitude questions and will be descriptive in nature,
comprising of 08 questions, out of which the candidates shall have to attempt any 05 questions.
Each question shall carry 10 marks and the candidate shall answer every question in about 300-

400 words.



SCHOOL OF BIOTECHNOLOGY, UNIVERSITY OF JAMMU, JAMMU

| _ SYLLABUS FOR Ph. D ENTRANCE EXAM 2022

Plant Biotechnology
Introduction to tissue culture, cell culture, marﬁi:ﬁml
production of haploids, germplasm conservation.

Plant transformation technology (vector mediated an
applications, reporter genes, selectable and scorable mamm;
genetic transformation, bar and baﬂ’}éﬁé ﬂ?ﬁmm, mnsgem stability
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Carbohydrates, their structure and metabolic pathways, si’vwgweﬁzﬂ
gluconeogenesis, pentose phosphate pathway, photosynthesis -mm
regulations, ATP cycle and its regu’taﬁans, Electron mnmﬂ chaify,
theory . .

Proteins, their mucmk nd metabolism, bfnsymﬁegis ﬁf e&s&n@nﬁ kgat W" ;;
allosteric regulation, their degradation to TCA cycle, glucogenic ameﬁsmwxg
amino acid metabolism, Urea cycle and inborn errors of amino acid me

Major classes of lipids and t:hj' role, Biosynthesis of even and odd cha
saturated and unsaturated fatty acids, pmstagtan&m and cmiestmﬁ
and its reguiation . J

Structure of DNA and Rf%;
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DNA as ag 1etic
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viruses tak?ﬂg : 174 as m
prokaryotes: Elements and factors involved i
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transcriptional reguiaﬁm.

and editing, nucleo-cytopl

a regulatory mo lecule;

Genetic Code: Universality
hypothesis, Codon bias. M
Regulation of transiation, m» an
molecular chaperons,

Concept of tloning; gene
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Enzymes general o
unfolding

Mechanisms @@meﬁ
reguiation of metabolism,
kinetics,

Enzyme technoing




